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PD-1"CXCR5™ T peripheral helper cells promote [JCI Insight. 2019;4(20):e130062.]
B cell responses in lupus via MAF and IL-21

Systemic lupus T peripheral helper B cell differentiation
efythematosus (Tph) cells into plasmablasts
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Screen 2 (CXCL13 x10° pg ml™)
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